Prevalence of Theileria infections in goats and sheep in southeastern China.
Theileriosis is an important tick-borne hemoprotozoan disease, which can cause severe economic loss in animal husbandry. In this paper, one hundred peripheral blood samples of goats and sheep from southeastern China were examined for the Theileria infection. A region of Theileria 18S rRNA gene was amplified by nested PCR in 26 samples. All the nested PCR amplicons were cloned and sequenced. Alignment analysis has shown that these sequences are highly homologus to each other with identities from 99.2% to 100%. Blast the sequences against NCBI database indicated 99% homology with Theileria sp. China 1 (Theileria luwenshuni). Phylogenetic tree has also shown that the newly identified Theileria are in the same clade with T. luwenshuni. The results have revealed a relatively high prevalence of Theileria in some areas of southeastern China and little genetic diversity in these infections.